
�������������
����
�	�����

2 0 7 5 1

��
	�������
	���� ������
�� �

�



u o
 o

c o /- (/ - /

o

 o s e
IM o

s IMN
e

R

 R RIA d
tPR R T d

, ) R R IA C,
o i cn

r R R o : ) y

�



43�"
• 2 2
• 1 2 2
• 2 2 2

��
��:@>,�����	�

��
��1.8$���
• 2
• 2


��0D���
����

• 2 • 2
•
•
• 2
• 1 2
• 2

�����	��
�-) �

1.6%
�8$�&A9<'�

•
2

/�A
•
•

C����

2
2 1

��
��:@�=B+;2

�+����#$���� %"'!�$
����(�	���,�-�)�*��
�&����

�

��
��:@B+;2��*�
• 2
•
•
• 2

��
��:@#?;2
•
•

��
��:@>,�����	��!(�75



D T

I

I BI

D C I
D

K

AI A

-

8 012
�



1 2

1 23

5 8
4

9 8

5 8

8

08 6

08

08 3

�



A B

l
l 9 2 r
l 0 9

1

o

B

•

0

96 0

r
r

r
(  

r 

r

�

�



2 ,

2

23 2
,

,

23 , , ,

,

0

�



10 2

T S a r
e

a r 7 1 (
a r ur 2 1 ) %,,

S % I C

C

a r eS
7 73 S( DCN S

S GNC P
50 3 S Sa r

G GNC A 4 : ()-)%
a r e S I

L

a r eS
DCN S

S GNC P
S
t S S GNC A

54 6 %- %
a r e S I L

a r eS

-

4
M

L 10

-
%

D
6 D
P D

R8
K

�



 

, S A e

m r

Precision Medicine CANCER

S r

r

r
ON

NCC Precision Medicine Catapult
P ON R

J N

n T ON

NCC S ir
e o

ir X ir /(L  

:/,

g X

a N
MEI

N cm o
N R J N

S

) ( c sp / C D

����������������	
����

�



���

()+0

'1/*13
,-&)

���

�.230��#	 !���$��
����/���%�� �����%�
 ����%�"��

$'�%	�����*�
�����
# ���&�
�������")(!����������

 ) T
   3

T ( T
1 C

T
( 2 2

3 0.

��




��������������	�����
xk6/�*�=�;mPi`D���rXIM�8

�~
"J�|	_E��\u��
~
"ZzL<�Un2)5��0',7% Un2)5!#+(�&37�.4'*-$�1�[X�����

gvdZz!eN���yoTO�fjC
;HA�9 ���

MF�
"yo���yb�Ro>c�B@�Ro?pV���
����]l�gvdZz���pV
9 ��	��

;mPi`D���8��q}TO�Zz^{�Q�: �����
h���w�RoG]���s��tYC
S���aWK
���

��



8

HA
A

0

P
B C

Pe

B W
kt

W
B

t

W B 8 kB W k H

-- /
D

20 1

0 1

X

B

e sa

e s

SPM
A

/

- - 91 2 0 2 8

s k I

C A s

- I C

A

r

C

�
	���������
��



�������������������	��

*W=G@�("&�DY��)KL�PE���A1�ChIP-seq (�'$�(Q*J6���(�)���%�.O
*�����%��FFPE �G@�("&����ChIP-seq�PE�+T

W=>2�/X�
!� (;?�<UC�,E	�
��������%�0��W=G@�("&�F3L�PE	�RK

NGSkS ML&DL
6c
�)�&

FFPE
�)�&

[UNi`aM
/F_f`a�)�+

ABCI

gGT1 Raw dataDNA

?b��`a�)�+
-B^n

;\]4�+�

���)3p*�( 
�)Vl�+�

gGJA

NCC����!;DJA
d>�+��+�

NGS
\����!
*���!kS

DNA"�&:�+�

��!kS�+�

�$)��%��+
!kS�+�

'�+�oC�&�

PEe]4

5jm]4^Z]4 ?b��`a�)�+
`aMAIkS%�

W,0@��������X
\��kS

Dissection

AINi
\�� &�#+�&�kS

���RLkQ�O��
7�K=I<�82\.
Y�9h��	�H\

Sample transfer

Data transfer

Data type
Number of samples

(by the end of 
March, 2020)

Clinical information Around 1500

Genome-SNP array 362

Genome-WES Around 1500

Genome-WGS Around 250
Histone 

modifications Around 200

DNA methylation Around 500
Transcriptome-

array 122
Transcriptome-

RNA-seq Around 1300

Proteome 165��

Metabolome 51��
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Integrated lung 
cancer database

NGS analysis

Our novel ChIP-seq analysis system

Conducting multi-modal analysis using AI 
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Industry
�IP Manufacture
�Research Funding

NCCH
Sponsor
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CRO
�Monitoring
�Data Management
�QA(Audit)
�CSR

Study sites
(Japan:12)

Study sites
(Korea:6)

Study sites
(Taiwan:3)

Study sites
(Singapore:2)

Other Vendors
�IP labeling, Storage, 
Delivery
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�Sample collection
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Japan (12)

Korea (6)

Taiwan (3)
Hong Kong (1)

Vietnam (2)Thai (3)

Malaysia (3)

Singapore (2)
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A-TRAIN study
Asian multicenter prospective study of circulating TumoR DNA SequencINg

N = 250
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